ISSN 1345-5826

52020% 15

JI€ s ot 3 o = vl

BULLETIN OF
THE HERPETOLOGICAL SOCIETY OF JAPAN

VANOH D

HA N s A &

wafl ERPETOLOGICAL
*“*ISOCIETY OF JAPAN



e RFHR¥ESE  2020(1)

97. AT IINMAEICETDI—A YN F/ Y
RATIOY / LEHREE & £ME
EWEk (ABX%E - EEWE LY 2 —) -
VI I—n 7 yr—v=v (77 ALERK
e BRBER) c ARPF—F 77—
=—F (av7PE7THIFi—cv7315h
B)e7v v e vRFrvar— (F#
F=7AF—K-BHEHP) 17V b=
a7 (V7 VEHKRE - BRBEHD
The genome elimination mechanisms and population
structures in the water frog Pelophylax esculentus from Ural
region, Russia
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