ABSTRACTS

- fiatiGal A

10000 )(Lll
Nl )( o

® LT @

UNIVERSIDAD DE
SANTIAGO DE COMPOSTELA
JULY 19-24, 1998



% Apartado 15.450
4P 29080 - MALAGA

(2
@30 « 5

ABSTRACTS

EURO-AMERICAN
MAMMAL CONGRESS

Santiago de Compostela, 19-24 July, 1998

Editor:
SANTIAGO REIG

Universidade de Santiago de Compostela



Euro-American Mammal Congress, Santiago de Compostela, Spain, July 19-24 1998

SY-9 Diversity, Biology, and Conservation of Lagomorpha

151

PARTITIONING OF GENETIC VARIABILITY AMONG MOUNTAIN HARES (LEPUS TIMIDUS)
FROM EUROPE

FRANZ SUCHENTRUNK, KARIN POLSTER, MARCO GIACOMETTI, PEIDER RATTI, CARL-GUSTAF

THULIN, CHRISTIAN RUHLE, ALEXEY, G. VASILYEV, and LEO SLOTTA-BACHMAYR

Research Institute of Wildlife Ecology, Vienna Veterinary University, Savoyenstr. 1, A-1160-Vienna, Austria
franz.suchentrunk@vu-wien.ac.at (1)'(2). Department of Genetics, Uppsala University, Box 7003, S-75007 Uppsala,
Sweden CH-3012 Bern, Switzerland (5). Untersuchungsstelle fuer Wildtierkrankheiten, Inst. f. Tierpathologie,
Laenggass-Str. 122 CH-3012 Bern, Switzerland (3). Jagd- und Fischereiinspektorat Graubuenden, Loestrasse 2
CH-7000 Chur, Switzerland CH-3012 Bern, Switzerland (4). Jagd- und Fischereiverwaltung St.Gallen, Davidstr. 35,
Ch-9001 St.Gallen, Switzerland CH-3012 Bern, Switzerland (6). Inst. of Plant and Animal Ecology, Ural Division
Russian Academy of Sciences, 8 Marta Str. 202, 620219 Ekaterinburg, Russia CH-3012 Bern, Switzerland (7).
Nationalparkinstitut desa Hauses der Natur, Museuamsplatz 5, 5020 Salzburg, Austria CH-3012 Bern, Switzerland

Mountain hares (Lepus timidus) show a disjunct distribution in Europe, with major ranges in the
subarctic/arctic regions of Russia and Fennoscandia, the Alps, Scotland and Ireland. Mountain hares in these
regions are considered as separate subspecies (L. t. timidus, L. t. sylvaticus, L. t. varronis, L. t. scoticus, L. t.
hibernicus), mainly due to morphometric differences and pelage colouration. Based on late pleistocene and
early holocene ecology, geography and according to fossil reccords, however, this hare species was likely
continuously distributed over large parts of Europe by the end of the last ice age. Provided the late
pleistocene population of European mountain hares exhibited a panmictic gene pool, rather than an already
substructed one, and no severe or long lasting demographic bottlenecks (founder effects etc.) have occured
during postglacial colonisation of the present ranges,we expect a very shallow overall gene pool
differentiation among the present subspecies in Europe. This can be expected particularly because of the
short time in terms of evolution since the last glaciation (some 10-12 ka). Multilocus allozyme
electrophoresis of 209 specimens from Scandinavia, the Ural mountain range in Russia, the Alps, Scotland
and Ireland revealed a level of cross nuclear gene pool differentiation similar to the one found among local
populations of European brown hares L. europaeus). Also, partitioning of relative genetic variability of
mountain hares (Wright s hierarchical F-statistics) due to nominal subspecies amounted to less than 1%
whereas almost 13 % of partitioning of relative genetic variability was due to local populations. These results
agree with the hypothesis of a rather panmictic gene pool by the late pleistocene and quite resonable
population sizes of colonizing postglacial populations.
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